Table S2 The DEGs enriched in chlorophyll biosynthesis pathway in Brassica campestris L. under R and B combination for 7days.
	Gene ID
	Log2 (fold change)
	KO ID1
	Description

	LOC103838672
	2.60712
	K02492
	HEMA

	LOC103847145
	1.155797
	K01749
	HEMC

	LOC103850687
	1.001734
	K01749
	HEMC

	LOC103843696
	1.50628
	K00228
	HemF

	LOC103844502
	1.168111
	K00228
	HemF

	LOC103837464
	1.021457
	K02495
	HemN

	LOC103860994
	1.420322
	K03405
	CHLI

	LOC103853670
	1.280139
	K03405
	CHLI

	LOC103861527
	1.622041
	K03428
	CHLM

	LOC103841596
	1.451258
	K04035
	CRD1

	XLOC_018745
	1.725582
	K04035
	CRD2

	LOC103861694
	-3.25344
	K00218
	PORB

	LOC103867162
	-1.6816
	K00218
	PORB

	LOC103836607
	1.44802
	K00218
	PORC

	LOC103844489
	2.119012
	K00218
	PORC

	LOC103848641
	1.151403
	K04040
	CHLG

	LOC103872768
	-1.33299
	K08099
	DHOD

	LOC103847721
	-1.83084
	K13600
	CAO
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