Table S3 The DEGs enriched in carotenoid biosynthesis pathway in Brassica campestris L. under R and B combination for 7days.
	Gene ID
	Log2 (fold change)
	KO ID1
	Description

	LOC103851090
	1.359823
	K02291
	PSY

	LOC103846262
	1.723419
	K02291
	PSY

	PDS
	2.828441
	K02293
	PDS3

	LOC103849152
	1.769048
	K00514
	ZDS

	LOC103843494
	1.953427
	K09835
	CrtH

	LOC103857432
	2.261149
	K14606
	CruA

	LOC103856778
	2.223507
	K06444
	CrtL-e

	LOC103850280
	2.053853
	K09837
	LUT

	BCH
	-1.43506
	K02294
	CrtZ

	LOC103837729
	1.470237
	K09838
	ZEP

	LOC103871599
	1.000245
	K09839
	VDE

	LOC103842019
	-1.97064
	K09840
	NCED1

	LOC103857159
	-3.14873
	K09840
	NCED

	XLOC_011519
	-3.41407
	K09840
	NCED2

	LOC103859576
	-1.44805
	K09840
	NCED

	LOC103832798
	-1.27622
	K09841
	ABA2

	LOC103871215
	-1.24706
	K09841
	ABA2

	LOC103861043
	-1.48951
	K09843
	CYP

	LOC103827806
	1.076093
	K09843
	CYP

	LOC103869474
	-3.88526
	K09843
	CYP
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