Table 1S. Primers for quantitative polymerase chain reaction (qPCR) analysis (the oligonucleotide sequences are shown according to 5'→3'). TaActin was taken as internal standard reference. athe upper line denotes the forward primer while the lower line denotes the reverse primer.

	Gene
	Annotation
	GeneBank
	Oligonucleotide sequences a

	TaSAG1
	Aminotransferase
	CJ637025
	GTTCAGCATCGTCTCCTCAGA

	
	
	
	AGGCTCACTACCACCTAAAGC

	TaSAG2
	Seed protein B32E
	CJ701892
	TTCTTGACGACGATGGTGGG

	
	
	
	ATTCTTCCCTGCCTNTGAGC

	TaSAG3
	2-oxoisovalerate dehydrogenase
	CJ683824
	ACCAGTCCGCCACAAATCT

	
	
	
	ATGTTGATGATGTCGCAGAGC

	TaSAG4
	Alanine-glyoxylate aminotransferase
	CJ636468
	TCAGCACACCACCACCATA

	
	
	
	CCCGTGAGACCTATTGTTCCA

	TaSAG5
	Methylcrotonoyl-CoA carboxylase
	CJ699015
	GGGCTGACCAAGACATTGAGT

	
	
	
	GCAGTCCCTCTCGTAAAGGT

	TaSAG6
	Seed imbibition protein
	CJ642508
	CAGACATTCCACCACAGGGA

	
	
	
	TTCTCGCTGCCGATNTGCT

	TaSAG7
	Putative isocitrate lyase
	CJ565265
	TACTGCTCTCACTTCCAGGC

	
	
	
	CGGGTGCCAACTTCTATGAC

	TaSAG8
	[bookmark: OLE_LINK41]3-ketoacyl-CoA thiolase-like protein
	CJ686030
	TGAACTACAGAAGGCACAGGA

	
	
	
	AACTTTCCAGAAGCCGTGGC

	TaSAG12
	Cysteine protease
	TC278786
	ATCCCAGGGTGCCCAATCTT

	
	
	
	TCTGTTTCTTTGTTCTGCGGG

	[bookmark: _Hlk464228309]TaSAG13
	[bookmark: _GoBack]Short-chain dehydrogenases/reductases (SDR) family
	TC380011
	ACTAACTTGGAGGCGGCGTT

	
	
	
	TATCTTGAGCCCACTCGGCA

	TaSAG18
	Unknown
	CJ857550.1
	TCTTTGTTGGTCTCGCTGGG

	
	
	
	GTGGCATCGTTTGGGTAGAG

	TaNAM
	No Apical Meristem
	HQ630372.1
	AAGAAGATCAACAAGGCCGC 

	
	
	
	TCCACGGAGTCCTCGCAC

	TaActin
	
	
	ACCTTCAGTTGCCCAGCAAT

	
	
	
	CAGAGTCGAGCACAATACCAGTTG



