Supplement
The CHS, DFR, ANS and TUB partial nucleotide sequences of Machilus chinensis
and Castanopsis chinensis (S1-S8)
Similarity of CHS, DFR and ANS partial nucleotide sequence between Castanopsis chinensis and its closely related species Castanopsis fissa.


1S. CHS partial cDNA sequence of Machilus chinensis
CAGCGCATGTGTGACAAGTCCATGATCAAGAAGAGATACATGTATCTGACAGAGGACATATTGAAGGAGAATCCAAATGTTTGTGCCTACATGGCTCCTTCCCTTGATGCAAGGCAAGACATGGTGGTGGTTGAAGTCCCAAAGTTGGGCAAGGAAGCTGCAGCCAAGGCCATCAAGGAATGGGGCCAGCCCAAGTCCAAGATCACCCATGTGGTCTTCTGCACCACCAGCGGCGTCGACATGCCCGGCGCCGACTACCAGCTCACCAAGCTCCTCGGCCTCCGCCCCTCTGTCAAGCGCCTCATGATGTACCAACAGGGCTGCTTCGCCGGTGGGACGGTGCTCCGGTTGGCCAAGGACCTTGCCGAGAACAACAAGGGGGCCCGGGTCCTGGTCGTCTGCTCTGAGATCACAGCGGTCACCTTCCGTGGGCCCAGCGATTCCCATCTGGACAGTTTGGTGGGCCAGGCCCTATTTGGAGACGGGGCAGCTGCCCTGATCATCGGCGCCGACCCCGTCCCCGGAGTCGAGAATCCCATGTTTGAGTTGGTGTCAGCGGCCCAGACAATTCTCCCAGATAGTGATGGTGCAATTGATGGACAT

2S. DFR partial cDNA sequence of Machilus chinensis
ATGGAGTGCTGAACGTAATGAGATCATGCAAGAAAGCCACAACAGTTAAGCGTGTGATCTTCACATCTTCAGCGGGGACTGTCAATGTTGAAGAGCCCCGGCGACCGGAATATGATGAAAATTGTTATAGCGACATTGAGTTCTGTCGTAAAGTGAAGATGACTGGCTGGATGTATTTTGTTTCCAAATCTCTAGCCGAGAAGGCCGCATGGGACTTTGCTAAGGAGAACAACATTGATCTAATTACCGTCATACCAACCCTTGTGGTTGGGCCCTTCATCATGCCAAGCATGCCCCCTAGCATGATCACTGCCCTCGCACTGATTACCGGAAATGAAGCACATTATTCGATTTTGAAACAAATCCAACTGGTTCACCTAGATGACCTATGCTTGGCTCATATCTTCCTCCTTGAGCATCCGGAAGCCCACGGTCGATACATCTGCTCTTCAGATGATGTTACAATTATAGATCTTGCAAAAATGCTGAAGGAAAGATACCCGGAATACA

3S. ANS partial cDNA sequence of Machilus chinensis
CCTCTCCTTGTTGACGAGCCCACGGTGGAGGATGCTCCGGTACTTGCCGTTGCTGAGGATCTCAAGGCTGTCGCCGATGTGGACGACGAAGGAGTCGGGGACCGTCTTGGCAGTGACCCACTTGTCGTCGTAGTAGACTTGCAGGCCGGGGACCATGTTGGTGAGGATGAAGGTGAGGGCACTCACGTCGGTGTGGGCCTCGACGCCAAGGGCGAGATCAGGTTGGGGGCATTTAGGGTAGTAGTTAATCTTCATCTGCATCAAGAACTCATCCATCCCTCCAAACTCCTTCTCAAGCCTTCCTTCTTCCACTCCCAGACCCAAAGACAGCAGGGTTAGCACCTTGCTCACCAATCTCCTCAATTGCCTTGCATATTCCTGAGTGGCTTCTATGTAGTGGCTTGGTTCCTTGGGCCAGATGGCCAAGTTGCGCTTGTGTTCAGGAAAAATGAGGTGGAAGAAGTAGTCCTCCCACTCCAGCTGCCCGCTTGCATTGTTGGCAAGCTTGCTCCCGTACCCATCGATCTtCCCCGACGCCTGATCATTGGCGTAGAGCTCCTTCTGCTCCATGGGAAGATC

4S. TUB partial cDNA sequence of Machilus chinensis
GTTTCTGATACTGTGGTTGAGCCGTACAATGCCACTCTCTCTGTTCATCAGTTGGTGGAGAATGCTGATGAGTGCATGGTGTTGGACAATGAGGCTCTGTATGATATCTGCTTCAGAACGCTGAAGCTAACCACTCCCAGCTTTGGGGATCTAAATCACTTGATATCTGCAACCATGAGTGGTGTCACCTGCTGCCTGAGGTTCCCTGGACAGCTGAACTCCGACCTCCGAAAGCTTGCTGTCAATTTGATTCCCTTTCCCCGTCTCCACTTCTTTATGGTTGGGTTTGCTCCCCTGACTTCACGTGGCTCTCAGCAGTATCGTGCCCTGACGGTCCCTGAGCTTACCCAGCAGATGTGGGATTCGAAAAACATGATGTGTGCTGCTGACCCTCGCCATGGACGGTACTTGACTGCTTCGGCCATGTTCCGTGGCAAAATGAGCACCAAGGAGGTTGATGAGCAGATGATCAATGTGCAGAATAAGAACTCGTCTTACTTTGTTGAATGGATTCCAAACAATGTGAAGTCAAGCGTCTGTGACATCCCACCAAAGGGGCTTTCCATGGCATCAACCTTCATTG

5S. CHS partial cDNA sequence of Castanopsis chinensis
ACACGTAGTATCTGCTACTCCTCCCAATTGTGTAGACCAAAGCACTTACCCTGACTATTACTTCCGCATCACCAATAGCGAGCACAAGACTGAGCTCAAAGAGAAATTCAAGCGCATGTGTGACAAATCCATGATAAAGAAGAGGTATATGTATTTGACAGAAGAGATCCTAAAAGAAAACCCACATGTATGCGAATACATGGCACCTTCATTGGATGCAAGGCAAGACATGGTGGTTGTAGAAGTACCAAGGCTAGGCAAAGAAGCAGCCACAAAGGCCATCAAGGAATGGGGCCAGCCCAAGTCCAAGATTACCCACCTAGTCTTTTGCACCACTAGTGGTGTGGACATGCCTGGTGCTGATTACCAACTCACTAAGCCTTTGGGCCTACGCCCTTCAGTTAAGAGGCTGATGATGTACCAACAAGGTTGTCTTTGCTGGTGCACGGTTCTACGTTTAGACCAAAGACTTGGCTGAGAATAATAAGGGTGCTCGTGTACTTGTTGTGTGCTCTGAAATCACTGCTGTCACATTTCGTGGGCCTAGTGATACCCACCTTGATAGTCTTGTGGGTCAGGCTTTATTTGGTGATGGTGCAGCTGCTATTATAATTGGGGCTGACCCGATTCCTGAGGTTGAGAAGCCTTTATTTGAATTGGTCTCTGCTAGCCAAACCATTCTTCCTGATAGTGATGGAGCTATTGATGGGCATCTTCGTGAAGTTGGGCTTACATTTCATCTCCTAAAGGATGTTCCTGGCCTCATTTCAAAGAACATTGAGAAGAGCCTAGCTGAGGCATTCCAACCTCTGGGTATCTCCGATTGGAACTCCCTTTTCTGGATTGCACATCCTGGTGGGCCTGCTATCTTGGACCAAGTAGAGCTCAAATTGGGCCTCAAGCCCGAAAAGATGCGTGCCACACGTCATGTGCTTAGTGAGTATGGCAACATGTCAAGTGCTTGTGTTTTGTTTATTTTGGATGAAATGAGGAAGAAGTCTAAGGAAGATGGGCTCAAGACCACCGGTGAGGGGCTCGAGTGGGGTGTGCTATTTGGGTTCGGCCCTGGGCTCACCGTCGAGACTGTTGTGCTCCACAGTGTCTCTTCTTAAAAGCCCCGATACTAGGTGTGGTCGGCGTCTCTCAAGGCACACAGGGGGATAGGGNNN

6S. DFR partial cDNA sequence of Castanopsis chinensis
TTAACATGGGGTCAGAGGGTGAGACTGTTTGTGTCACTGGTGCTGCTGGGTTCATAGGATCATGGCTGGTCATGAGACTCCTAGAGCGTGGTTACACTGTCAGAGCCACCGTGAGAGACCCAGAGAACTTGAAGAAGGTAAAGCATTTGATAGATTTGCCTAAGGCATCGACGCACCTGACACTGTGGAAGGCTGACCTGAATGAAGAGGGCAGCTTTGATGAAGCAATTAAAGGGTGCACTGGTGTTTTCCATGTGGCCACTCCCATGGACTTTGAGTCCAAGGACCCTGAGAATGAAGTGATAAAGCCAACCATAAATGGTGTGTTAAGCATCATGAAAGCTTGTGTCAATGCAAAAACTGTTCGAAGACTAGTATTCACATCCTCTGCAGGAACTGTCAATGTTGAAGAACACATAAAGCCCGTTTATGATGAAAATTGCTGGACTGATGTTGAATTTGTCCGGAAGAAAAGATGACTGGATGGATGTATTTCGTGTCCAAGACACTTGCTGAACAAGCCGCATGGAAGTTTGCCAAAGAAACAATTTGGATTTCATCAGTATTATACCACCACTTGTGGTTGGTCCATTTATCATGTCATCAATGCCACCAAGTCTTTATTAACCGGACTTTCTCCTATCACTGGTAATGAAGCTCATTACTCGATCATAAAGCAAGGCCAATTTGTTCACTTGGATGACCTCGTGAATTCTCATATATATTTGTATGAGAATCCAAAGGCAGAGGGAAGGTATATATGCTCCCGGACGGATGCTACCATTCATGACATTGCAAAACTGCTTCGAGAAAATTTTCCAGAGTATAATGTTCCTACAAAGTTCAAAGGTATCGATGACAACTTGGAGACTGTCAGTTTCTCTTCCAAAAAGCTTAAGGACTTGGGGTTTGAGTTCAAATACAACTTGGAGGAAATGTTTGTAGGAGCTGTTGAAACATGCCGAGCCAAGGGATTGCTTCCTGCTGCTGGTGAAAACATGTCAATGGCACGAAAAAAGATTGAAAATTGTTAGTTTCTTGCGTGATTCATGTGGCGTGGCTTAAATATGTGCACAAG

7S. ANS partial cDNA sequence of Castanopsis chinensis
ACACGTAGTATGCCAATAACAAGGAGAGACCCGTAACTTATGACCTATACATGTCACAAAGGGTCAAAAACAAAACACGCACACAAGTAGAGCGCCATAAATGATAAAACAACATAGTAAATAATGAACTCGACATTACCAATAATTTTATAACCAAGACTTATTTAGGAGGAAAAGCAGAAAGAGCAGCATCCTGGGTCTTCCTGAACAACTTGTGTTGAATATGCTGAGCAAAAGGTGCGAGGTGGGTAGAGTGGTGGCTCTGCCTCGGACACAACCTCCGGCAGTGGCTTCAGGATGATCTTCTCCTTTGGTGGCTCACAAAAGACTGCCCATGAGATCCTAACTTTCTCCTTGTTCACCAGTCCCCTGTGAAGAATACTCTTGTACTTACCATTGCTCAAAATCTCTATGTGTCCCCTATGTGCATGATGaTAGAGTTTGGAACGCATTTTGCTGTGACCCACTTGCCTTGATAGAAAAGTTGCAGGCCAGGAACCATGTTGTGGAGAATGAAAGTTAGTGCACTTATGTCTGTGTGAGCTTCAACACCAAGAGCAAGTTCTGGTTGAGGGCATATGGGATAGTAGTTGATTTTCATTTGGAGAAGTAGTTCTTCAAGGCCACCAACTTCCTTCTCTAGCCTTCCTTCTTCCAATCCCAAGCCAAGGGATAGTACGGAGAATACCTTGGTCGCTAGGATTCTCAATTGCTTTGCATACTCTTCTGTTGCCTCAATGTAGTCGCTTGGTGTCTTAGGCCATATGGACATGTCACGCTTCTCCTCAGGGTAAACAAGGTGGAAGAAATAGTCCTCCCACTCAAGCTGCCCACTAGCATTATTGGCTAGCTTGCTCCCATACCCTTGAATTTGGCCTGAAACCTGTTCGTTAGCATACTTTTCCtTTTCCACTACTGGGAGATCAAAGAAGATCTTCCCTGCCTTTTTCACACGTTCAAGCAGGTCATCGGAGATGCCATGGTTAACAAGGTGCATGACACCCCATTCCATGGCAGCTTTCTTCAACTCCTCGCGGCATTTCTCTCGAACAGCCTCATCTGGAGATTCAATGTTCTTCAAATCAATGGTTGGAACTTGAGGCCCAACATTGTTTTTCTCTTCCTCGAAGACATTG

8S. TUB partial cDNA sequence of Castanopsis chinensis
CCCGAATCTGGCGCTGGTAACAACTGGGCCAAAGGCCATTACACTGAAGGAGCTGAACTCATCGATTCGGTTCTCGATGTGGTTCGTAAAGAGGCTGAGAACTGTGATTGCTTGCAAGGGTTTCAAGTGTGTCACTCACTAGGAGGAGGAACTGGGTCTGGAATGGGTACCCTTTTGATCTCAAAGATTAGAGAGGAATACCCAGATCGGATGATGCTTACTTTCTCGGTTTTTCCATCTCCAAAAGTGTCAGACACTGTTGTTGAGCCTTACAATGCAACCTTGTCTGTTCACCAACTCGTCGAGAACGCTGATGAGTGTATGGTTCTTGATAATGAAGCTCTTTACGACATTTGCTTCCGCACACTCAAACTCACTACCCCAAGCTTTGGAGATCTGAACCATCTGATATCCGCAACAATGTCTGGAGTGACATGCTGTTTGAGATTCCCTGGGCAGCTTAACTCAGACCTTAGAAAGCTTGCTGTGAATTTAATCCCCTTCCCCAGGCTCCACTTTTTTATGGTGGGTTTTGCTCCTCTAACCTCCAGAGGTTCCCAGCAGTACAGAGCACTTACTGTCCCAGAGCTCACCCAGCAAATGTGGGATGCAAAGAACATGACGTGTGCTGCTGACCCACGACATGGCCGCTATCTCACTGCCTCAGCCATGTTCCGTGGCAAAATGAGCACCAAGGAGGTGGATGAGCAAATGATCAATGTGCAGAACAAGAACTCCTCTTACTTTGTGGAGTGGATTCCCAACAATGTTAAATCCACTGTCTGTGATATCCCACCAACGGGCTTGAAAATGGCCTCCACTTTTATTGGTAACTCAACCTCTATCCAGGAAATGTTCCGTCGTGTGAGTGAGCAGTTCACTGCTATGTTCAGGAGAAAGGCTTTCTTGCATTGGTATACAGGGGAAGGTATGGATGAGATGGAATTCACTGAGGCTGAGAGTAACATGAACGATCTGGTTTCTGAGTATCAGCAATACCAGGATGCCACTGCTGATATACTACGTGT

9S. Similarity of ANS partial nucleotide sequence between Castanopsis chinensis and its closely related species Castanopsis fissa.
Fast alignment of DNA sequences Castanopsis chinensis and Castanopsis fissa
Ktuple=2 Gap_open=2 Gap_extend=1
Upper line: Castanopsis chinensis, from 17 to 604
Lower line: Castanopsis fissa, from 4 to 590
Castanopsis chinensis:Castanopsis fissa identity= 78.40%(461/588) gap=2.97%(18/606)

1   ACACGTAGTATCTGCTACTCCTCCCAATTGTGTAGACCAAAGCACTTACCCTGACTATTA
                 || ||||||||||| |||||    ||       || || ||||||||
1   .............GCCACTCCTCCCAACTGTGTCTCTCAGGCAGACTATCCAGACTATTA

61  CTTCCGCATCACCAATAGCGAGCACAAGACTGAGCTCAAAGAGAAATTCAAGCGCATGTG
    |||||| |||||||| |||||||||| ||| ||| | || ||||| ||||| ||||||||
48  CTTCCGAATCACCAAGAGCGAGCACATGACCGAGTTGAAGGAGAAGTTCAAACGCATGTG

121 TGACAAATCCATGATAAAGAAGAGGTATATGTATTTGACAGAAGAGATCCTAAAAGAAAA
    ||||||||| |||||||||||| | |||||| | ||||  || |||||  | || |||||
108 TGACAAATCGATGATAAAGAAGCGCTATATGCACTTGAATGAGGAGATTTTGAATGAAAA

181 CCCACATGTATGCGAATACATGGCACCTTCATTGGATGCAAGGCAAGACATGGTGGTTGT
    |||| |  | || || |||||||| || ||| | || ||| | ||||| || || || ||
168 CCCAAAGATGTGTGAGTACATGGCTCCATCACTTGACGCACGTCAAGATATAGTAGTGGT

241 AGAAGTACCAAGGCTAGGCAAAGAAGCAGCCACAAAGGCCATCAAGGAATGGGGCCAGCC
     || || |||| | | || ||||||||||| |||||||| ||||| || ||||| || ||
228 GGAGGTTCCAAAGTTGGGAAAAGAAGCAGCAACAAAGGCAATCAAAGAGTGGGGGCAACC

301 CAAGTCCAAGATTACCCACCTAGTCTTTTGCACCACTAGTGGTGTGGACATGCCTGGTGC
    ||| |||||||| |||||||| ||||| || || ||    ||||| ||||||||||||||
288 CAAATCCAAGATCACCCACCTTGTCTTCTGTACAACCTCAGGTGTAGACATGCCTGGTGC

361 TGATTACCAACTCACTAAGCCTTTGGGCCTACGCCCTTCAGTTAAGAGGCTGATGATGTA
     |||||||||||||| ||||   | ||||| || || ||||| |||||||| ||||||||
348 AGATTACCAACTCACCAAGCTCCTTGGCCTTCGACCCTCAGTGAAGAGGCTCATGATGTA

421 CCAACAAGGTTGTCTTTGCTGGTGC.ACGGTTCTACGT.TTAGACCAAAGACTTGGCTGA
     ||||||||||| |||||||||||  ||||| || ||| ||     || || ||||||||
408 TCAACAAGGTTG.CTTTGCTGGTGGGACGGTGCTTCGTCTTGCT..AAGGATTTGGCTGA

479 GAATAATAAGGGTGCTCGTGTACTTGTTGTGTGCTCTGAAATCACTGCTGTCACATTTCG
    ||| || | ||| |||||||| ||||| || |||||||| ||||| || || || || ||
465 GAACAACAGGGGCGCTCGTGTTCTTGTGGTTTGCTCTGAGATCACAGCAGTTACTTTCCG

539 TGGGCCTAGTGATACCCACCTTGATAGTCTTGTGGGTCAGGCTTTATTTGGTGATGGTGC
    ||| |||   ||| ||||| | ||     | |||||||| ||  | ||||||||||||||
525 TGGACCTTCCGATTCCCACTTGGACTCATTGGTGGGTCAAGCACTTTTTGGTGATGGTGC

599 AGCTGCTATTATAATTGGGGCTGACCCGATTCCTGAGGTTGAGAAGCCTTTATTTGAATT
    ||||||
585 AGCTGC

10S. Similarity of DFR partial nucleotide sequence between Castanopsis chinensis and its closely related species Castanopsis fissa.
Fast alignment of DNA sequences RC-Castanopsis chinensis and Castanopsis fissa
Ktuple=2 Gap_open=2 Gap_extend=1
Upper line: RC-Castanopsis chinensis, from 98 to 413
Lower line: Castanopsis fissa, from 1 to 316
RC-Castanopsis chinensis:Castanopsis fissa identity= 97.78%(309/316) gap=0.00%(0/316)

98  GAAGCAATCCCTTGGCTCGGCATGTTTCAACAGCTCCTACAAACATTTCCTCCAAGTTGT
    |||||||||||||||||| |||||||||||||||||||||||||||||||||||||||||
1   GAAGCAATCCCTTGGCTCTGCATGTTTCAACAGCTCCTACAAACATTTCCTCCAAGTTGT

158 ATTTGAACTCAAACCCCAAGTCCTTAAGCTTTTTGGAAGAGAAACTGACAGTCTCCAAGT
    ||||||||||||||||||||||| ||||||||||||||||||||| |||| |||||||||
61  ATTTGAACTCAAACCCCAAGTCCGTAAGCTTTTTGGAAGAGAAACGGACAATCTCCAAGT

218 TGTCATCGATACCTTTGAACTTTGTAGGAACATTATACTCTGGAAAATTTTCTCGAAGCA
    ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
121 TGTCATCGATACCTTTGAACTTTGTAGGAACATTATACTCTGGAAAATTTTCTCGAAGCA

278 GTTTTGCAATGTCATGAATGGTAGCATCCGTCCGGGAGCATATATACCTTCCCTCTGCCT
     ||||||||||||||||||||||||||| |||||||||||||||||||||||||||||||
181 ATTTTGCAATGTCATGAATGGTAGCATCAGTCCGGGAGCATATATACCTTCCCTCTGCCT

338 TTGGATTCTCATACAAATATATATGAGAATTCACGAGGTCATCCAAGTGAACAAATTGGC
    |||||||||||||||||||||||||||||||||||||||||||||||||||||||||| |
241 TTGGATTCTCATACAAATATATATGAGAATTCACGAGGTCATCCAAGTGAACAAATTGTC

398 CTTGCTTTATGATCGAGTAATGAGCTTCATTACCAGTGATAGGAGAAAGTCCGGTTAATA
    ||||||||||||||||
301 CTTGCTTTATGATCGA

11S. Similarity of ANS partial nucleotide sequence between Castanopsis chinensis and its closely related species Castanopsis fissa.
Fast alignment of DNA sequences RC-Castanopsis chinensis and Castanopsis fissa
Ktuple=2 Gap_open=2 Gap_extend=1
Upper line: RC-Castanopsis chinensis, from 389 to 577
Lower line: Castanopsis fissa, from 8 to 196
RC-Castanopsis chinensis:Castanopsis fissa identity= 95.98%(191/199) gap=0.00%(0/199)

382  GACACCAAGCGACTACATTGAGGCAACAGAAGAGTATGCAAAGCAATTGAGAATCCTAGC
     |||||| ||||||||||||||||||||| ||||||||||||||||||||||| |||||||
1    GACACCCAGCGACTACATTGAGGCAACAAAAGAGTATGCAAAGCAATTGAGAGTCCTAGC

442  GACCAAGGTATTCTCCGTACTATCCCTTGGCTTGGGATTGGAAGAAGGAAGGCTAGAGAA
     |||||||||||||||||||||||||||||||||||||||||||||||| |||||||||||
61   GACCAAGGTATTCTCCGTACTATCCCTTGGCTTGGGATTGGAAGAAGGCAGGCTAGAGAA

502  GGAAGTTGGTGGCCTTGAAGAACTACTTCTCCAAATGAAAATCAACTACTATCCCATATG
     ||| ||||||||||| ||||||||||||||||||||||||||||||||||||||||||||
121  GGAGGTTGGTGGCCTGGAAGAACTACTTCTCCAAATGAAAATCAACTACTATCCCATATG

562  CCCTCAACCAGAACTTGCTCTTGGTGTTGAAGCTCACACAGACATAAGTGCACTAACTTT
     ||||||||| ||||| |||
181  CCCTCAACCTGAACTAGCT


12S. RNA quality of Machilus chinensis and Castanopsis chinensis.

	
	OD260nm/OD280nm

	M. chinensis
	1.94
	1.90
	1.93
	1.91

	C. chinensis
	1.96
	1.95
	1.97
	1.98
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13S. (A,B) primer sequences and product lengths of CHS, DFR, ANS and TUB genes of M. chinensis and C. chinensis; (C,D) melting curves of CHS, DFR, ANS and TUB genes of M. chinensis and C. chinensis.
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B Castanopsis chinensis

Gene  Fomwardprimersequence  Reverse primer sequence  Productlength(bp) Gene  Forward primer sequence Reverse primer sequence  Productlength(bp)
CHS  CAGCGATTCCCATCTGGACA  CCGCTGACACCAACTCAAAC 125 CHS  GCTGAGGCATTCCAACCTCT ~ CGCATCTTTTCGGGCTTGAG 125
DFR  ACTGCCCTCGCACTGATTAC  ATGTATCGACCGTGGGCTTC 134 DFR CTGGTGCTGCTGGGTTCATA ~ GTTCTCTGGGTCTCTCACGG 1

ANS
TUB

TACTTGCCGTTGCTGAGGAT  CTACGACGACAAGTGGGTCA

AGCCGTACAATGCCACTCTC ~ AGCTGGGAGTGGTTAGCTTC

)
123

ANS  AAAAGGTGCGAGGTGGGTAG GGGGACTGGTGAACAAGGAG 138
TUB  TCCAGAGGTTCCCAGCAGTA ~ CTGAGGCAGTGAGATAGCGG 121

D

s

W0 T w0 M0 H0 w0 %0
Temperature(C) T 388
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